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Table 2 The published primer set for the identification of viruses
Virus Gene Sequence of primer Reference
Influenza A M F: AGATGAGTCTTCTAACCGAGGTCG J din Microbiol ,2002 Sep ,40(9) :3256 - 3260.
R: CAAAGCGTCTACGCTGCAGTC
Influenza B NS F: ATGGCCATCGGATCCTCAAC J din Viral , 2004 Mar ,29(3) :179 - 188.
R: TGTCAGCTATTATGGAGCTG
Regiratory F1 F: TTAACCAGCAAAGTGTTAGA J din Microbiol , 1999 Jan ,37(1) :1- 7.
syncytid virus R: TGTTATAGGCATATCATTCGA
Parainfluenza- 3 NCR F: AGAGGTCAATACCAACAACTA J din Microbiol , 1999 Jan ,37(1) :1- 7.
R: TAGCAGTATTGAAGTTGGCA
Adenovirus hexon F: ATGACTTTTGAGGTGGATCCCATGGA J din Microbiol , 1999 Jan ,37(1) :1- 7.
R: GCCGA GAA GGGCCGT GCGCA GGTA
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Figure 1 Random PCR productsof target virus Figure 2 The hybridization resultsof target viruses
1. The PCR productsof target virus ;M. DNA marker. QC. Qudlity control probes; NC. Negative control ;
A. Influenza A virus probes; B. Meades virus probes;
5 C. Rubdla virus probes; D. Mumps virus probes.
HH) r
T
[ I J.
HK) |
1 T T
+ I T
- R
= kLT
% 130
[LLT]
EL
0 . ™ .
QC NC InNucnra Measkes Rubella Mumps
Probes
3 4

Fgure 3 Thefeatureintendty of different viruses when the targets are mixture of
influenza virus, mumps virus, rubdla virus and meades virus
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Fgure 4 The hybridization resultsof throat swab gpecimens

A. Influenza A virus postive; B. Paranfluenza virus 3 podtive; C. Influenza A virus+ Adenovirus postive; D. SARS- CoV postive; E. In-
fluenza A virus+ Adenovirus+ Respiratory syncytid virus postive;F. Mixture of Influenza A virus,Adenovirus,Paranfluenza virus 3, Respiratory

syncytid virus postive.
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Table 3 Comparin of immunofluorescence assay ,
PCR/ RT- PCR and DNA microarray results
of 50 throat swab gpecimens

Vi PCR/ RT DNA Immunof |uorescence
irus

-PCR ___microarray assay
Influenza virus A 8 7 7
Influenza virus B 6 6 0
Human parainfluenza virus 3 2 2 2
Human regiratory syncytid virus 16 15 14
Adenovirus 8 8 6
Influenza A + Adenovirus+ RSV 1 1 0
Influenza A + Adenovirus 3 3 2
Postive 44 42 31
Negative 6 8 19
Totd 50 50 50
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A Sudy of Respiratory Viruses Monitored by DNA Microarray Method

SUN Mei-sheng' ,WAN G Zheng? ,ZHOU Rui*, MA Xuejjun' ,SHU Yuelong', HOU Yun-de*
(1. National Institute for Viral Disease Control and Prevention, Chinese Center for Disease Control and Prevention, Beijing 100052, China;
2. BdjingJindike Bio- tech Institute, National Engineering Center for Viral Biotechnology , Beijing 100176, China)

Abgtract :In this study ,we established a high throughput DNA microarray detection method for monitoring of
reiratory viruses Resiratory virusesinclude 8 viral families and 38 viruses were sdlected for this study. Soe
cific detection probesfor each virus were desgned by comparing the conserved sequencesof each virus. The res
piratory virus detection DNA microarray was prepared according to the probes. The nucleic acidsof the selected
viruses were amplified and labeled by random-primer PCR method , and then were hybridized with the regirato-
ry virus detection DNA microarray. The microarray were scanned ater hybridization and washing, and the re-
sultswere analyzed. Udng influenza virus, mumps virus, meades virus and rubella virus to test the regiratory
virus detection DNA microarray ,and 80 throat swab gpecimens as a testing samples were a0 detected. The re-
sults showed that the selected viruses can be detected by this method. S, DNA microarray method can eff ective-
ly monitor the regiratory viruses.
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