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Antigenic and genetic characterizations of group A influenza viruses ( H3N2) circulated in men in China
during 2000-2002 ZHANG Ye, WEN Levying, LI Zi, GUO Junfeng, WANG Min, GUO Yuarrji. National
Ingtitute o Viral Disease Contrd and Prevertion, Chinese Center for Disease Contrd and Prevention, Beijing
100052, China

Abgract  Objective To undersand the antigenic and genetic characterigics of irfluenza A (H3N2)
viruses circuated in man in Chinafrom 2000 to 2002. Methods Embryonated chicken eggs inoculated with virus
for anplification of vird yied. The harveding egg dlantoic fluids with irfluenza viruses were provided for tesing
antigen and RNA extraction. Virion RNA was transcribed into cDNA by reverse transcriptase, cDNA anrplified by
PCR, and the product o PCR was purified. Afterward RNA sequence andyds was peformed by the
d deoxynucl eotide chain termination method usng synthetic oligodeoxynucleotide primers  Findly the phylogenetic
tree was andyzed with MegAlign ft ware. Results  The H3N2 viruses iolated during 2000-2002 were different in
amiro acid sequences on HA1 domain protein nolecule from those of A/Wuhan359/1995 (H3N2) aswel as those
o A/Sydney/7/1997 (H3N2) drains There were four different postions of amino acid sequence on HA1 domain
protein nolecue arong the H3N2 viruses iolated in 2000 and during 2001-2002. They located a 83,186,202,
222 and 225 postion, regectively. O them 83 and 186 were in antigenic determinant E and B ,repectively. The
others located at |€ft wall of the receptor binding ste (RBS). Conclusion  From the end of 2001 to the beginning
o 2002, the irfluerza epidemic in Northern China caused by H3N2 virus was due to occurrence of antigenic and
gendtic changes of irfluenza A (H3N2) virus
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Tab.1 Antigenic andydsd irfuenza A (H3N2) virus
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o __ Mgl iy 440
A/Shenzhen/1/99 2560 2560 240
A/Rujian/151/2000 640 2 560 320
A/ONIC/123/2001 80 240 640
A/Tianjin/198/2001 120 320 320
A/Wuhan/431/2001 960 1280 480
A/Bejing/125/2001 320 1120 320
A/ Quangzhou/1237/2001 960 1120 240
2000 3
HAL 50 225 226
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Fig.1 Deduced amirno acid sequence of the HAL gene of irfluenza A (H3N2) viruses
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Fig.2 Phylogenetic tree of irfluenza A (H3N2) viruses
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